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1.2 FHi&

121 HERAE KPS R, BT 2mL 5
DA A 1R E R, A 500 wL Buffer SLX
Minus 24 fi# % ( Omega #% M8 $& BUAF] &) 3% 500 pl
2% CTAB 2, R I E N5 SR MP 22U %
A B2V B 4.0 M/s 5% 1 I 18] 30s, 752 7% # T
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1.2.2 DNA BY4REX  ®iZk H shi& 0% Ky e he i e
65°C7K i 1h, Hifa] R EifE] 2~3 ¥, 12000r/min 25
> 10min, B F 3 200 pL TR FL 96 V4. 800 pL
Buffer PHB T-¥R1L 96 P-4 . 800 ¥RfL 96 “F-4z . 100
TRFL 96 Pl . —> Tip FEHEE 1 HKKIMA Omega %
iR 3 A & iR . 5 3l Themo BEERAZ IR H
SFEIAIL RS, i R G R AR L iR 1)
Mio 34 DNA $EHUERE BUE 5 540, 8 DNA FRAFAE
-20C &M,

F 1 BB ARG RS
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A 1 WGk /Lysis Bufferd/ FEfh 20L/500L/200p.L
A 2 Buffer PHB 800pL

A 3 SPM Buffer 800pL
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4302 3CHk (7). F : 5’ —ttgegectgaacggatat=3',
R : 5’ —ggagaagcactggacgage—3" , J= Y K /N 277bp ;
ATAFI 519 F : 5' =-TAGCCCTGCCTTCATACGCT-3' ,
R : 5’ ~CGGCAGAGAACCCAATCATC-3" , F=# K/
580bp. S PESI MM R AEY) TR KiE ) A FRA F
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1.2.5 PCR ¥ M i@ PCR SWAK R : 20 pL
SV H & A 10 wL Primex Ex Tag,0.4 pL Forward
primer ( 10 pmol/L ),0.4 w.L Reverse primer ( 10 wmol/L. ),
2 WL 5 DNA (10~50 ng/ wL ), £ ddH,0 % 20 uL,
JI &A% 95 °C 1A P 2min ;3 95°C 30s,58 °C 30s,
72°C 40s,40 PMEER; 72°CHEAH 2min ; 15 °C 2min,
HUPCR =4 5 WL 1 pL SRR A G A AL,
T 90V HLJEHLYK 30~40min. HLIKEE S , R H A 30
BEWE G 3 bt R Gekai

SERFHEE PCR RWAR R 2 20 L W & A1
10 pL. BIO-RAD Supermix with low ROX,0.4 WL Forward
primer ( 10 pwmol/L ), 0.4 p.L. Reverse primer (10 wmol/L ),
2L #E AR DNA (10~50ng/ wl.), #b ddH,0 % 20 pL.,
FRE A2 95°C 10s 5 95°C 5s,60°C 34s,40 PMEH;
15°C 2min,
2 GBRESWR
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2.1 EESMIRUAG T R K FE Fh - DNA i
i Neno1000 48 &h 435650 BE 1100 2 Wk B, 3945 B
f) Do K I 15, OD/ODgy 24 7F 1.8~2.1 Z i,
W EAE 10~100ng/ L. 22 [A], £ B R g 1l /£ PCR
2.1.2 WIEEE PCR Bk&N DIk RGN IR H
SPS J3 % FEEE I XHRE A DNA #EA7 448 25 4018 1
FER, 70 A S A BEY 1 Hh BH 1 27 7hp K/NRAT
I HLBAPEX BE AT FH X REXA R 5 o
213 WIEEFE LR PCR&EM  FHLPEGE
53 7K ARG T i X P U R R R A 7 SI2 R 5 PCR A
TN, A3 RGN B (T T {8 D036 2, NG5 S AT %60, T
A G I i 7E 52 B 5 A I e 44 4 3k, A ] 1L
FE 24~30 Z ], B A A i 2 S50 W) — A0 B A =
W RE S Tm {HM 88.8.

(bp) M49 — 70+
2000

M >4 DL2000 DNA ladder marker, %5 1~70 AFEEN S,
“+7 BT, <=7 S BAMERT R, R TR
1 & SPS EEY GRS TER

K2 Ep41ES SPS EE EvaGreen ¢4 F{EF Tm &

RS $l CtfH Tm {H
S1 EvaGreen 25.63 88.8
S12 EvaGreen 25.00 88.8
S14 EvaGreen 24.69 88.8
S15 EvaGreen 25.43 88.8
S22 EvaGreen 25.85 88.8
S25 EvaGreen 27.98 88.8
S28 EvaGreen 25.94 88.8
5S40 EvaGreen 24.94 88.8
545 EvaGreen 25.89 88.8
S47 EvaGreen 26.02 88.8
S49 EvaGreen 30.00 88.8
S52 EvaGreen 25.79 88.8
S57 EvaGreen 26.53 88.8
S6 EvaGreen 25.61 88.8
S67 EvaGreen 25.71 88.8
S69 EvaGreen 25.92 88.8
CK- EvaGreen Undetermined 67.5
CK+ EvaGreen 26.19 88.8
CK+ EvaGreen 26.00 88.8
NTC EvaGreen Undetermined 71.2
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22.1 ATAF1 E[RE PCR Bkl LIIME ATAFI
FERIGIAE A DNA SEA 74 A0, 25 R an &l 2 s,
70 AN R AR S RS 2] B R 7Y 580bp KNSR
7, LB X JECRT PH X BRI IR
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222 ATAFI EFEEZETAE PCR & XL
I FR 43 7K R o~ b [R) B iR A7 ATAF T 55 PRSI
%It PCR AN, D5 SR AT 11, BT A5 A A o 7 52 B
PRI A 4 Sk, HA R A Aer i B {1 7E 16~22
ZI8), FRA R T 34 (3 3), B S i th 2 397 W) —
AN B A F B Tm B 85.2/84.8,

K3 EOHKESH ATAFI EE EvaGreen 53¢ SMERN Tm &

LRI e POt CLfH Tm fi
S1 EvaGreen 35.55 81.5
S12 EvaGreen 16.85 85.2
S14 EvaGreen 35.34 85.2
S15 EvaGreen 21.25 85.2
S22 EvaGreen 36.00 86.2
S25 EvaGreen 20.01 84.8
S28 EvaGreen 33.66 85.5
340 EvaGreen 19.23 85.2
S45 EvaGreen 354 85.8
S47 EvaGreen 16.4.0 84.5
S49 EvaGreen 16.98 84.8
S52 EvaGreen 35.19 86.2
S57 EvaGreen 16.44 84.8
S6 EvaGreen 17.35 84.8
S67 EvaGreen 34.67 85.5
S69 EvaGreen 17.62 85.2
CK- EvaGreen Undetermined 66.5
CK+ EvaGreen 17.79 85.2
CK+ EvaGreen 17.07 84.8
NTC EvaGreen Undetermined 70.2
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